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HHE R AR B K S MR AR AEE ¢, W AR R LR RN 10 MeF, ARE
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Ts: S HARIEREER [A]
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TDR: HifRMEnEi%E, & DNA FIReRai/A, BBt S B4UMEEAN, Tk DNA H. BEFHNL
SH & “C #~12# TDR.
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MERKKIRBTEAEERSE, EMN—&KEF, APIH.
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1) FenRERE: FRERFHAMETNENER, T 435K, MIE. 54580
FRERE, SRFMPMEEMRE, HHRERY, M PR EEEE, BRETIEFBEP, WEERE, B
DA, RIBSEWE, WARE—EHEN T, R a2, BEME, APHEE
R, ARAZEYMGE, RARRENAREERD. (ORYABRAE 1%~2%)
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FRIEL, B AEORFESE. BMUARTHTEMEFEEFRNAM, sa_FAPHEERK.
2. ERFESMH
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R AL TR KRR EF IR TDR, (Hela, 2mol/L; CHO, 7.5mol/L) . S Hi#Hf
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K, Maldnpaaix.

2) HHEARHME: AR RE YR e e R, A S KRR RBOKILBERR, B
HEMERD. MAREIESHEKIS, SRR IHHEE



